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SEQUENCE LISTING 



<110> Fuso Pharmaceutical Industries, Ltd. 

<I20> Recombinant Human Mannan Binding Protein and Producing Method 
Thereof 

<130> 98P068WO 

<150> JP 10-11864 
<151> 1998-01-23 

<160> 28 

<210> 1 

y O i t N. n S* n i- 

\tus oouo 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> sig peptide 
<222> (66)... (125) 

<220> 

<221> CDS 

<222> (66)... (812) 



<400> 1 





-2- 

ggtaaatatg tgltcattaa ctgagattaa ccttccctga gttttctcac accaaggtga 60 
ggacca tgt ccc igt ttc cat cac tec etc tec ttc tec tga gta tgg tgg in 
Met Ser Leu Phe Pro Ser Leu Pro Leu Leu Leu Leu Ser Mel Val 
-20 -is -io 

cag cgt ctt act cag aaa ctg tga cct gig agg atg ccc aaa aga cct gec 162 
Ala Ala Ser Tyr Ser GIu Thr Val Thr Cys Glu Asp Ala Gin Lys Thr Cys 
~ 5 1 5 , 0 

ctg cag tga ttg cct gta get etc cag gca tea acg get tec cag gca aag 213 
Pro Ala Val He Ala Cys Ser Ser Pro Gly He Asn Gly Phe Pro Gly Lys 

15 20 25 

atg ggc gtg atg gca cca agg gag aaa agg ggg aac cag gee aag ggc tea 264 
Asp Gly Arg Asp Gly Thr Lys Gly Glu Lys Gly Glu Pro Gly Gin Gly Leu 

30 35 40 45 

gag get tac agg gee ccc ctg gaa agt tgg ggc etc cag gaa ate cag ggc 315 
Arg Gly Leu Gin Gly Pro Pro Gly Lys Leu Gly Pro Pro Gly Asn Pro Gly 

50 55 60 

ctt ctg ggt cac cag gac caa agg gee aaa aag gag ace ctg gaa aaa gtc 366 
Pro Ser Gly Ser Pro Gly Pro Lys Gly Gin Lys Gly Asp Pro Gly Lys Ser 
65 70 75 80 

egg atg gtg ata gta gec tgg ctg cct cag aaa gaa aag etc tgc aaa cag 417 
Pro Asp Gly Asp Ser Ser Leu Ala Ala Ser Glu Arg Lys Ala Leu Gin Thr 

85 90 95 

aaa tgg cac gta tea aaa agt ggc tga cct let etc tgg gca aac aag ttg 468 
Glu Met Ala Arg He Lys Lys Trp Leu Thr Phe Ser Leu Gly Lys Gin Val 

100 105 no 

gga aca agt tct tec tga cca atg gtg aaa taa tga cct ttg aaa aag tga 519 
Gly Asn Lys Phe Phe Leu Thr Asn Gly Glu He Met Thr Phe Glu Lys Val 
115 120 125 130 
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agg cct tgt gtg tea agt tec agg cct ctg tgg cca ccc cca gga atg ctg 570 
Lys Ala Leu Cys Val Lys Phe Gin Ala Ser Val Ala Thr Pro Arg Asn Ala 

135 140 145 

cag aga atg gag cca ttc aga ate tea tea agg agg aag cct tec tgg gca 621 
Ala Glu Asn Gly Ala lie Gin Asn Leu lie Lys Glu Glu Ala Phe Leu Gly 
150 155 160 165 

tea ctg atg aga aga cag aag ggc agt ttg tgg ate tga cag gaa ata gac 672 
He Thr Asp Glu Lys Thr Glu Gly Gin Phe Val Asp Leu Thr Gly Asn Arg 

170 175 180 

tga cct aca caa act gga acg agg gtg aac cca aca atg ctg gtt ctg atg 723 
Leu Thr Tyr Thr Asn Trp Asn Glu Gly Glu Pro Asn Asn Ala Gly Ser Asp 

185 190 195 

aag att gtg tat tgc tac tga aaa atg gee agt gga atg acg tec cct get 774 
Glu Asp Cys Val Leu Leu Leu Lys Asn Gly Gin Trp Asn Asp Val Pro Cys 
200 205 210 215 

cca cct ccc ate tgg ccg ict gtg agt tec eta tct gaagggtcat 820 
Ser Thr Ser His Leu Ala Val Cys Glu Phe Pro lie 

220 225 
atcactcagg ccctccttgt ct tt t taclg caacccacag gcccacagta tgcttgaaaa 880 
gataaattat atcaatttcc tcatatccag tattgttccl tttgtgggca atcactaaaa 940 
atgatcacta acagcaccaa caaagcaaia atagtagtag tagtagttag cagcagcagt 1000 
agtagtcatg ctaattatat aatattttta atatatacta tgaggeccta tettttgeat 1060 
cctacattaa ttatctagtt taattaatct gtaatgcttt cgatagtgtt aacttgetge 1120 
agtargaaaa taagaeggat ttattttlec atttacaaca aacacctgtg ctctgttgag 1180 
ccttcctttc tgtttgggta gagggctccc ctaatgacat caccacagtt taataccaca 1240 
gctttttacc aagtttcagg laltaagaaa atctattttg taactttctc tatgaactct 1300 
gttttctttc taatgagata ttaaaccatg taaagaacat aaataacaaa tctcaagcaa 1360 
acagcttcac aaattctcac acacatacat acctatatac tcactttcta gattaagata 1420 
tgggacattt ttgactccct agaagccccg ttataactcc tcctagtact aactcctagg 1480 
aaaatactat tctgacctcc atgactgeae agtaatttcg tctgtttata aacattgtat 1540 
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agttggaatc atattgtgtg taatgttgta tgtcttgctt actcagaatt aagtctgtga 1600 

gattcattca tgtcatgtgt acaaaagttt catccttttc attgccatgt aggguccct 1660 

tatattaata ttcctcagtt catccatlct attgttaata ggcacttaag iggcttccaa 1720 

ttlttggcca tgaggaagag aacccacgaa cattcctgga cttgtctttt ggtggacatg 1780 

gtgcactaat ttcaciacct atccaggagi ggaactggta gaggatgagg aaagcatgia 1840 

ticagcttta gtagalatta ccagttttcc taagtgattg latgaattta tgctcctacc 1900 

ggcaatgtgt ggcagtccta gatgctctat gtgcttgtaa aaagtcaatg ttttcagttc 1960 

tcttgatttt cattattcct gtggatgtaa agtgalaltt ccccalggtt ttaatctgta 2020 

tttccccaac atgtaataag gltgaacact tttl tatatg cttai tgggc acttgggtat 2080 

cltcttctgt gaagtacccg ttcacalttt tgtaittlgt ttaaattagt tagccaatat 2140 

ttttcttact gatttttaag ttatttttac attctgaata tgtccttttt aatgtgtatt 2200 

acaaatattt tgctagtttt tgacttgcu- ciaatgttga atlttgatga acaaaatttc 2260 

ctaattttga gaaagtctta tttattcata ttttctttca aaattagigc tttttgtgtc 2320 

aigtttaaga aatttttgcc catcccaaaa tcataagata tttttcatga ttttgaaacc 2380 

atgaagagat itttcatgat tttgaaatca tgaagatalt tt tccatttt tttctaatag 2440 

ttttallaat aaacaiicia tctattcctg gtagaataga talccacttg agacagcact 2500 

atgtaggaaa gaccattttt cctccactga actagggtgg tgcatttttg taagttaggt 2560 

aact.gtatgt gtgtgtgtct gtttctgggc tgtctattct agtctattig ttgatgcttg 2620 

tgtcaaacag tacactatct taattattgt acatttatag ttglaactgt agtccagctt 2680 

tgttcttctt caagtcaaga tttccatata aatattagaa acagtttctc aalttctaca 2740 

aaatcctgat gaggtttcta clgggaccac attgagtcta tcaaicaact tatgcagaac 2800 

tggcaactta ctactgaalc tctaatcaat gttcatcatg tatcgcttca tttaactagg 2860 

atttctclaa cttaattgct atgttttgag atttitagtt taaaaacctt gtatatcitg 2920 

ttttggtggt tltagtgatt ttaataaiat attttaaata ttttttcttt tctattgttg 2980 

tacacagaaa tacagttaag ttttgtgtgt agtcttacga tgtttagtaa cctcaataag 3040 

tttalttctt aaatctagta atttgtagat tcctciggat tttgtatatg catagtcatg 3100 

taagctgaaa atatggcaat acttgcttct icccaattgc tttacctttt ttcttacctt 3160 

atlgcactgg ttagcaaccc caatacagag accaccagag caggtataga ctcctgaaag 3220 

acaatataat gaagtgctcc agtcaggcct atctaaactg gattcacagc tclgtcactt 3280 

aattgctaca tgatctagag ccagt tact t tgtgt ttcag ccatgtat tt gcagctgaga 3340 



gaaaataatc attcttattt catgaaaatt 
aaagtgtgta gtaaagtatc aggalactat 
gctagaiaca (gctttttaa tgagataatg 
aaaaattaaa icaaccUgc tttgatggaa 
aaaaaaaaaa aaaaaaaaaa aaaaa 
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gtggggatga (gaaataagt taacaccttt 3400 
attttaggtc ttaatacaca cagttatgcc 3460 
tgatattata cataacacat atcgattttt 3520 
taaactccat ttagtcacaa aaaaaaaaaa 3580 

3605 



<210> 2 
<211> 747 
<2I2> DNA 
<213> Homo sapiens 



<400> 2 

atgtccctgt ttccatcact ccctctcctt ctcctgagta tggtggcagc gtcttaclca 60 

gaaactgtga cctglgagga tgcccaaaag acctgccctg cagtgattgc ctgtagctct 120 

ccaggcatca acggcttccc aggcaaagai gggcgtgatg gcaccaaggg agaaaagggg 180 

gaaccaggcc aagggcicag aggctiacag ggcccccctg gaaagitggg gcctccagga 240 

aatccagggc cltctgggtc accaggacca aagggccaaa aaggagaccc tggaaaaagt 300 

ccggatggtg atagtagcct ggctgcctca gaaagaaaag ctctgcaaac agaaatggca 360 

cgtatcaaaa agtggctgac ctlctctctg ggcaaacaag ttgggaacaa gttcttcctg 420 

accaatggtg aaataatgac ctttgaaaaa gtgaaggcct tgtgtgtcaa gltccaggcc 480 

tctgtggcca cccccaggaa tgctgcagag aatggagcca ttcagaatct catcaaggag 540 

gaagccttcc tgggcatcac tgatgagaag acagaagggc agtttgtgga tctgacagga 600 

aaiagactga cclacacaaa ctggaacgag ggtgaaccca acaatgctgg ttctgatgaa 660 

gattgtgtat tgctactgaa aaatggccag tggaatgacg tcccctgctc cacctcccat 720 

ctggccgtct gtgagttccc laictga 747 

<210> 3 
<21I> 41 
<212> DNA 

<213> Arti f icial Sequence 



<400> 3 

tatgccgcgg aatcgatgat taccgtacgg aattcgggcc c 

<210> 4 
<211> 39 
<212> DKA 

<213> Artificial Sequence 
<400> 4 

acggcgcctt agctactaat ggcatgcctt aagcccggg 

<210> 5 
<211> 29 
<212> DNA 

<2I3> Artificiai Sequence 
<400> 5 

agcticcgcg gctgcaggga tccatcgat 

<210> 6 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<400> 6 

aggcgccgac gtccctaggt agctattaa 

<210> 7 
<211> 37 



<2I2> DNA 

<213> Artificial Sequence 
<400> 7 

ccccgcggga aitctgtgga atgtgtgtca gttaggg 

<210> 8 
<211> 32 
<212> DNA 

<23 3> Artificial Sequence 
<400> 8 

cccigcagct ttttgcaaaa gcctaggcct cc 
<210> 9 
<212> DNA 

<213> Artificial Sequence 
<400> 9 

ccccgcggtg iggaatgtgt gtcagttaggg 

<210> 10 
<2il> 16 
<212> DNA 

<213> Artificial Sequence 
<400> 10 

aattgggccc atcgat 
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<210> 11 
<211> 16 
<212> DNA 

<2i3> Artificial Sequence 
<400> 11 

cccgggtagc tattaa jg 

<210> 12 
<2ll> 41 
<212> DNA 

<213> Artificial Sequence 
<400> 12 

ggctgcagtc cctcatgctt cgaccaltga actgeategt c 41 

<210> 13 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<400> 13 

atagatctaa agecagcaaa agtcccatgg tc 32 

<210> 14 
<21I> 28 
<2I2> DNA 

<213> Artificial Sequence 



-9- 



<400> 14 

ggctgcagct tcacgctgcc gcaagcac 28 

<210> 15 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<400> 15 

ggggatccgg ggtgggcgaa gaactccag 29 

<210> 16 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<400> 16 

atcttgttca agcatgcgaa acgatccl 28 

<210> 17 
<211> 50 
<212> DNA 

<213> Art i f icial Sequence 
<400> 17 

agcttgatat catcgatgeg gccgcggtac cagatctcgt aegtctagag 50 



<210> 18 
<211> 50 
<212> DNA 



-10- 

<213> Artificial Sequence 
<400> 18 

actatagtag ctacgccggc gccatggtct agagcatgca gatctcilaa 50 

<210> 19 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<400> 19 

ccgattactt accgccatgt tgacattgat tattgactag ttattaa 47 

<210> 20 
<211> 45 

<213> Artificial Sequence 
<400> 20 

ccatcgatcg gttcactaaa cgagctctgc ttatalagac ctccc 45 

<210> 21 
<211> 32 
<212> DNA 

<213> Artificial Sequence 



<400> 21 

cctctagact gtgccllcta gttgccagcc at 



32 



<210> 22 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<400> 22 

ccagatctgt acccatagag cccaccgcat cc 

<210> 23 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<400> 23 

itggatccct gtgccttcta gttgccagcc at 

<210> 24 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<400> 24 

ttcgtacgga tcccatagag cccaccgcat cc 

<210> 25 
<211> 7635 
<212> DNA 

<213> Artificial Sequence 



<400> 25 

gcgcgtttcg gtgatgacgg tgaaaacctc tgacacatgc agctcccgga gacggtcaca 60 

gcttgtctgt aagcggatgc cgggagcaga caagcccgtc agggcgcgtc agcgggtgtt 120 

ggcgggtgtc ggggctggct taactatgcg gcatcagagc agattgtact gagagtgcac 180 

catatgccgc ggtgtggaat gigtgtcagt tagggtgtgg aaagtcccca ggctccccag 240 

caggcagaag tatgcaaagc atgcatctca attagtcagc aaccatagtc ccgcccctaa 300 

ctccgcccat cccgccccta actccgccca gttccgccca ttctccgccc catggctgac 360 

taattttttt tatltatgca gaggccgagg cgcctctgag ctattccaga aglagtgagg 420 

aggctttttt ggaggcctag gcttttgcaa aaaagctgca gtgggcttac atggcgatag 480 

ctagactggg cggltltatg gacagcaagc gaaccggaat tgccagctgg ggcgccctct 540 

ggtaaggtig ggaagccctg caaagtaaac tggatggctt tcttgccgcc aaggatctga 600 

tggcgcaggg gatcaagatc tgatcaagas acaggatgag gatcgtttcg catgattgaa 660 

caagatggat tgcacgcagg ttctccggcc gcttgggtgg agaggctatt cggctatgac 720 

tgggcacaac agacaatcgg clgctctgat gccgccgtgt Iccggctgtc agcgcagggg 780 

cgcccggttc tttttgtcaa gaccgacctg tccggtgccc tgaatgaact gcaggacgag 840 

gcagegcggc tatcgtggct ggccacgacg ggcgitccti gcgcagcigi gcicgacgtt 900 

gtcactgaag cgggaaggga ctggctgcta ttgggcgaag tgccggggca ggatctcctg 960 

tcatctcacc ttgctcctgc cgagaaagta tccatcatgg ctgatgcaat gcggcggctg 1020 

catacgcttg atccggctac ctgcccallc gaccaccaag cgaaacatcg catcgagcga 1080 

gcacgtactc ggatggaagc cggtcttgtc gatcaggatg atctggacga agagcatcag 1140 

gggctcgcgc cagccgaact gttcgccagg ctcaaggcgc gcatgcccga cggcgaggat 1200 

ctcgtcglga cccatggcga tgcctgcttg ccgaatatca tggtggaaaa tggccgcltt 1260 

tctggattca tcgactgtgg ccggctgggt gtggcggacc gctalcagga catagcgttg 1320 

gctacccgtg atatigctga agagcttggc ggcgaatggg ctgaccgctt cctcgtgctt 1380 

tacgglatcg ccgctcccga ttcgcagcgc atcgccttct atcgccttct tgacgagtlc 1440 

tlctgagcgg gactctgggg ttcgaaatga ccgaccaagc gacgcccaac ctgccatcac 1500 

gagatttcga ttccaccgcc gccttciatg aaaggttggg cttcggaatc gttttccggg 1560 

acgccggcig gatgatcctc cagcgcggga tcacatgctg gattcttcgc ccaccccctc 1620 

gatcccctcg cgagttggti cagctgctgc ctgaggctgg acgacctcgc ggagttctac 1680 

cggcagtgca aaiccgtcgg catccaggaa accagcagcg gctatccgcg catccatgcc 1740 
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cccgaactgc aggagtgggg aggcacgatg gccgctttgg tcgacccgga cgggacgctc 1800 
ctgcgcctga tacagaacga attgcttgca ggcaictcat gagtgtgtct tcccgttttc 1860 
cgcctgaggt cactgcgtgg atgggatccg tgacataatt ggacaaacta cctacagaga 1920 
tttaaagctc taaggtaaat ataaaatttt laagtgtata atgtgttaaa ctactgattc 1980 

taattgtttg tgianttag aitccaacct atggaactga tgaatgggag cagtggtgga 2040 

atgcctttaa tgaggaaaac ctgttttgct cagaagaaat gccatctagt gatgatgagg 2100 

ctactgctga ctctcaacat tctactcctc caaaaaagaa gagaaaggta gaagacccca 2160 

aggactttcc ttcagaattg ctaagttttt tgagtcatgc igtgtttagt aatagaactc 2220 

ttgcttgctt tgctatttac accacaaagg aaaaagctgc actgctatac cagaaattat 2280 

gaaatattct gtaaccttta taagtaggca taacagltat aatcataaca tactgttttt 2340 

tcttactcca cacaggcata gagtgtctgc tattaataac tatgctcaaa aattgtgtac 2400 

cttlagcttt ttaatttgta aaggggltaa taaggaatat ttgatgtata gtgccttgac 2460 

tagagatcat aatcagccat accacatttg tagaggtttt acttgcttta aaaaacctcc 2520 

cacacctccc cctgaacctg aaacataaaa tgaatgcaat tgltgttgtt aacttgttta 2580 

ttgcagctta taatggttac aaataaagca atagcatcac aaatttcaca aataaagcal 2640 

ttttttcact gcattctagt tgtggtttgt ccaaaclcat caatgtatct tatcatgict 2700 

gggcccgata tccgatgtac gggccagata tacgcgttga cattgattat tgactagtta 2760 

ttaatagtaa tcaattacgg ggtcattagt tcatagccca tatatggagt tccgcgttac 2820 

ataacttacg gtaaatggcc cgcclggctg accgcccaac gacccccgcc cattgacgtc 2880 

aataatgacg tatgttccca tagtaacgcc aatagggact ttccattgac gtcaatgggt 2940 

ggactattta cggtaaactg cccacttggc agtacatcaa gtgtatcala tgccaagtac 3000 

gccccctatt gacgtcaaig acggtaaatg gcccgcctgg cattatgccc agtacatgac 3060 

cttatgggaa ctttcctact tggcagtaca tctacgtatt agtcatcgcl attaccatgg 3120 

tgatgcggtt ttggcagtac atcaatgggc gtggatagcg gt t Igac tea eggggattte 3180 

caagtctcca ccccattgac gtcaatggga glttgttttg gcaccaaaal caaegggact 3240 

Uccaaaatg tegtaacaac tccgccccat tgacgcaaat gggeggtagg cgtgtacggt 3300 

gggaggtcta tataagcaga geatcgatge ggccgcggta cctctagact gtgecttcta 3360 

gttgccagcc atctgttgtt tggccccccc tcccccgtgc cttccttgac cctggaaggt 3420 

gccactccca ctgtcctttc ctaataaaat gaggaaattg categcattg tctgagtagg 3480 

tgtcattcta ttctgggggg tggggtgggg caggacagca agggggagga ttgggaagac 3540 



aatagcaggc atgctgggga tgcggtgggc tctatggtcl aggctgtgcc ttctagttgc 3600 
cagccatctg ttgtttggcc ccccctcccc cgtgccttcc ttgaccctgg aaggtgccac 3660 
tcccactgtc ctttcctaat aaaatgagga aattgcatcg cattgtctga gtaggtgtca 3720 
Uctattctg gggggtgggg tggggcagga cagcaagggg gaggattggg aagacaatag 3780 
caggcatgct ggggatgcgg tgggctctat ggcgtacggg atgctagaga attctgtgga 3840 
atgtgtgtca gttagggtgt ggaaagtccc caggctcccc agcaggcaga agtatgcaaa 3900 
gcatgcatct caattagica gcaaccatag tcccgcccct aactccgccc atcccgcccc 3960 

taactccgcc cagttccgcc cattctccgc cccatggctg actaattttt ittatttatg 4020 

cagaggccga ggcgcctctg agctattcca gaagtagtga ggaggctttt ttggaggcct 4080 

aggcttttgc aaaaaagctg cagtccctca tggticgacc attgaactgc atcgtcgccg 4140 

tgtcccaaaa tatggggatt ggcaagaacg gagacctacc ctggcctccg ctcaggaacg 4200 

agttcaagta cttccaaaga atgaccacaa cctcttcagt ggaaggtaaa cagaatctgg 4260 

tgattatggg taggaaaacc tggttctcca ttcclgagaa gaatcgacct ttaaaggaca 4320 

gaattaatat agttcicagt agagaactca aagaaccacc acgaggagct cattttcttg 4380 

ccaaaagttt ggatgatgcc ttaagactta ttgaacaacc ggaaitgtca agtaaagtag 4440 

acatggt ttg galagtcgga ggcagttctg ttiaccagga agccatgaai caaccaggcc 4500 

acctcagact ctttgtgaca aggatcatgc aggaatttga aagtgacacg tttitcccag 4560 

aaattgatti ggggaaatat aaacttctcc cagaataccc aggcgtcctc tctgaggtcc 4620 

aggaggaaaa aggcatcaag tataagtttg aagtctacga gaagaaagac taacaggaag 4680 

atgctttcaa gltctctgct cccctcctaa agctatgcat ttttataaga ccatgggact 4740 

tttgctggct Itaagatccg tgacataatt ggacaaacta cctacagaga tttaaagctc 4800 

taaggtaaat ataaaattit taagtgtata atgtgttaaa ctactgattc taattgtttg 4860 

Igtattttag attccaacct atggaactga tgaatgggag cagtggtgga atgcctttaa 4920 

tgaggaaaac ctgttttgct cagaagaaat gccatctagt gatgatgagg ctactgctga 4980 

ctctcaacat tctactcctc caaaaaagaa gagaaaggta gaagacccca aggactttcc 5040 

ttcagaattg ctaagttttt tgagtcatgc tgtgtttagt aalagaactc ttgcttgctt 5100 

tgctatttac accacaaagg aaaaagctgc actgctatac cagaaattat gaaatatlct 5160 

gtaaccttta taagtaggca taacagttat aatcataaca tactgttttt tcttaclcca 5220 

cacaggcala gagtgtctgc tattaataac latgctcaaa aattgtgtac ctttagcttt 5280 

ttaatttgta aaggggUaa taaggaatat ttgatgiata gtgccttgac tagagatcat 5340 



aatcagccat accacatttg tagaggtttt acttgcttta aaaaacctcc cacacctccc 5400 
cctgaacctg aaacataaaa tgaatgcaat tgttgtlgtt aacttgttta ttgcagctta 5460 
taatggttac aaaiaaagca atagcatcac aaatttcaca aataaagcat ttttt tcact 5520 
gcattctagt tgtgglligl ccaaactcat caatgtatct tatcatgtct gggcccctgc 5580 
attaatgaat cggccaacgc gcggggagag gcggt t tgcg tattgggcgc tcUccgctt 5640 
cctcgctcac tgactcgctg cgctcggtcg licggctgcg gcgagcggta tcagctcact 5700 
caaaggcggt aatacggita tccacagaat caggggataa cgcaggaaag aacatgtgag 5760 
caaaaggcca gcaaaaggcc aggaaccgta aaaaggccgc gttgctggcg tttttccata 5820 
ggctccgccc ccctgacgag catcacaaaa atcgacgctc aaglcagagg tggcgaaacc 5880 
cgacaggact ataaagatac caggcgtttc cccctggaag ctccctcgtg cgctctcctg 5940 
Uccgaccct gccgcttacc ggatacctgt ccgcclttct cccticggga agcgtggcgc 6000 
tttctcaatg ctcacgctgt aggtatctca gttcggtgta ggtcgttcgc tccaagctgg 6060 

gctglgtgca cgaacccccc gttcagcccg accgctgcgc cttatccggt aactatcgtc 6120 

ttgagtccaa cccggtaaga cacgacttat cgccactggc agcagccact ggtaacagga 6180 

ttagcagagc gaggtatgta ggcggigcta cagagttctt gaagtggtgg cctaactacg 6240 

gcucactag aaggacagia Uiggiaici gcgcictgct gaagccagtt accttcggaa 6300 

aaagagttgg tagctcttga tccggcaaac aaaccaccgc tggtagcggt gglttttttg 6360 

tttgcaagca gcagattacg cgcagaaaaa aaggatctca agaagatcct ttgatctttt 6420 

ctacggggtc igacgctcag tggaacgaaa actcacglta agggattttg gtcatgagat 6480 

Utcaaaaag gatcttcacc tagatccttt taaattaaaa atgaagtttt aaatcaatct 6540 

aaagtalata tgagtaaact tggtctgaca gttaccaatg citaatcagt gaggcaccta 6600 

tcfcagcgat ctgtctattt cgttcatcca tagttgccig actccccgtc gtgtagataa 6660 

ctacgatacg ggagggctta ccatctggcc ccagtgctgc aatgataccg cgagacccac 6720 

gctcaccggc tccagattta icagcaataa accagccagc cggaagggcc gagcgcagaa 6780 

gtggtcctgc aactttatcc gcctccatcc agtctattaa ttgttgccgg gaagctagag 6840 

uagtagltc gccagttaat agtttgcgca acgttgttgc cattgctaca ggcatcgtgg 6900 

tgtcacgctc gtcgtitggt atggcttcat tcagctccgg ttcccaacga tcaaggcgag 6960 

ttacatgatc ccccatgttg tgcaaaaaag cggttagctc cttcggtccl ccgatcgttg 7020 

tcagaagtaa gtlggccgca gtgttatcac tcatggttat ggcagcactg cataattctc 7080 

ttactgtcat gccatccgta agatgctttt ctgtgactgg tgagtactca accaagtcat 7140 
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tctgagaata gtgtatgcgg cgaccgagtt gctcttgccc ggcgtcaata cgggataata 7200 

ccgcgccaca tagcagaact ttaaaagtgc tcatcattgg aaaacgttct tcggggcgaa 7260 

aactctcaag gatcttaccg clgttgagat ccagttcgat gtaacccacl cgtgcaccca 7320 

actgatcttc agcatctttt actttcacca gcgt t tctgg gtgagcaaaa acaggaaggc 7380 

aaaatgccgc aaaaaaggga ataagggcga cacggaaatg ttgaatactc atactcttcc 7440 

tttttcaala ttattgaagc atttatcagg gttattgtct catgagcgga tacatatttg 7500 

aalglattta gaaaaataaa caaaiagggg ttccgcgcac atttccccga aaagtgccac 7560 

ctgacgtcta agaaaccatt attatcatga cattaaccta taaaaatagg cgtatcacga 7620 

ggccctttcg tcctc 763 - 

<210> 26 
<211> 39 
<212> DNA 

<2I3> Artificial Sequence 



aaggaaaaaa gcggccgcat gtccctgttt ccatcactc 

<210> 27 
<211> 29 
<212> DNA 

<213> Art i f icial Sequence 
<400> 27 

gctctagatc agatagggaa ctcacagac 

<210> 28 
<211> 248 
<212> PRT 
<213> Homo sapiens 



39 



29 
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<400> 28 

Met Ser Leu Phe Pro Ser Leu Pro Leu Leu Leu Leu Ser Met Val Ala 

15 10 15 

Ala Ser Tyr Ser Glu Thr Val Thr Cys Glu Asp Ala Gin Lys Thr Cys 

20 25 . 30 

Pro Ala Val He Ala Cys Ser Ser Pro Gly ile Asn Gly Phe Pro Gly 

35 40 45 

Lys Asp Gly Arg Asp Gly Thr Lys Gly Glu Lys Gly Glu Pro Gly Gin 

50 55 60 

Gly Leu Arg Gly Leu Gin Gly Pro Pro Gly Lys Leu Gly Pro Pro Gly 
65 70 75 go 

Asn Pro Gly Pro Ser Gly Ser Pro Gly Pro Lys Gly Gin Lys Gly Asp 

85 90 95 

Pro Gly Lys Ser Pro Asp Gly Asp Ser Ser Leu Ala Ala Ser Glu Arg 

IQ0 105 no 

Lys Ala Leu Gin Thr Glu Met Ala Arg He Lys Lys Trp Leu Thr Phe 

115 120 125 

Ser Leu Gly Lys Gin Val Gly Asn Lys Phe Phe Leu Thr Asn Gly Glu 

130 135 uo 

Ile Met Thr Phe Glu Lys Val Lys Ala Leu Cys Val Lys Phe Gin Ala 
145 150 155 160 

Ser Val Ala Thr Pro Arg Asn Ala Ala Glu Asn Gly Ala Ile Gin Asn 

165 170 175 

Leu Ile Lys Glu Glu Ala Phe Leu Gly lie Thr Asp Glu Lys Thr Glu 

180 185 I90 

Gly Gin Phe Val Asp Leu Thr Gly Asn Arg Leu Thr Tyr Thr Asn Trp 

195 200 205 

Asn Glu Gly Glu Pro Asn Asn Ala Gly Ser Asp Glu Asp Cys Val Leu 
210 215 220 
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Leu Leu Lys Asn Gly Gin Trp Asn Asd Val Pro Cys Ser Thr Ser His 
225 230 235 240 

Leu Ala Val Cys Glu Phe Pro lie 

245 



